ABSTRACT Penicillium verrucosum is a filamentous ascomycete that occurs worldwide. Various cereals and the products thereof are the main habitats of this fungal species, where it produces the mycotoxins ochratoxin and citrinin. Here, we report the first draft genome sequence of P. verrucosum strain BFE808, isolated from wheat kernels.
terpene type clusters, and 2 as indole type clusters; 13 putative BGCs were not further specified. Genome annotation based on Aspergillus nidulans as the closest related species with available annotation data was done using Blast2GO Pro V5.2 (9), resulting in 10,078 identified genes.
Within the genome sequence of P. verrucosum BFE808, the biosynthesis gene clusters for ochratoxin and citrinin were identified; these are two important mycotoxins whose legal limits in foods are regulated by federal law. The ochratoxin cluster shows homology to the ochratoxin biosynthesis cluster of Aspergillus westerdijkiae (10) , whereas the citrinin cluster is similar to that of Monascus purpureus (11) . Moreover, we also found homologues of the ochratoxin cluster in other penicillia (12, 13) . Future analyses of the genome sequence of this highly important mycotoxin-producing fungal species will give a deeper insight into secondary metabolite biosynthesis of P. verrucosum in comparison to other ochratoxin-and citrinin-producing fungi.
Data availability. This whole-genome shotgun project of P. verrucosum has been deposited at NCBI GenBank under the accession number LAKW00000000. Raw sequence reads can be found under the SRA accession number SRR7851424.
